CRF Errors Corrected by the STIC Systems Branch j /in J -j^/-^ 

Serte, Number. Qf/ W, W ^ ''^ ^T --W^^X^ 

I I Changed a file ffom non-ASCII to ASCII A/ V ^ ^ /^^" - (^''"'^ ^^") 

I ) Changed the margins in cases where the sequence textwa^^r^Jai^down to the next line. //C/ 

[ [ Edited a fornnat eaor in the Current Application Data section, specilicaily: 

I I Edited the Current Application Data section with the actual current number. The number inputted by the 
applicant was Q the prior application data; or Q other . 

I I Added the mandatory heading and subheadings for "Cun-ent Application Data". 

I I Edited the "Number of Sequences" field The applicant spelled out a number instead of using an integer. 
I [ Changed the spelling of a mandatory field (the headings or subheadings), specifically; 

I I Corrected the SEQ ID NO when obviously incorrect. The sequence numbers that were edited were: 

I I Inserted or corrected a nucleic number at the end of a nucleic line. SEQ ID NO's edited: 

[ I Corrected subheading placement. All responses must be on the same line as each subheading. If the 

applicant placed a response below the subheading, this was moved to its appropriate place. 

I [ Inserted colons after headings/subheadings. Headings edited included: - 

j I Deleted extra, invalid, headings used by an applicant, specifically: 

I I Deleted: □ non-ASCII "garbage* at the beginning/end of files; □ secretary initials/filename at end of file; 

— □ page numbers throughout text; □ other invalid text, such as - . 

I I Inserted mandatory headings, specifically: 



I I Corrected an obvious error in the response, specifically: 



I I Edited idenjifiqrs where upper case is used but lower case is required, or vice versa. . . 

I I Corrected an error in the Number of Sequences field, specifically: 

A "Hard Page. Break" code was inserted by the applicant. All occurrences had to be deleted. 

Deleted ending stop codon in amino acid sequences and adjusted the "(A)Length:" field accordingly (error 
due to a Patentin bug). Sequences corrected: ^ « 



Other: 



'Examiner: The above corrections must b communicated to th applicant in the first Office 
Action. DO NOT send a copy of this form. ^^^^^ 
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3 


<110> 


APPLICANT 


: BURNIE, 


JAMES PETER 
















4 






MATTHEWS , 


RUTH CHRISTINE 




















6 


<120> 


TITLE 


OF INVENTION: MEDICAMENT 
















8 


<130> 


FILE REFERENCE: 050885-0281578 
















10 


<140> 


CURRENT APPLICATION NUMBER: 09/889,314 












11 


<141> 


CURRENT FILING DATE: 2001- 


07-16 
















13 


<150> 


PRIOR 


APPLICATION 


NUMBER: 


GB 9902555.3 














14 


<151> 


PRIOR 


FILING DATE: 


1999-02 


-05 


















16 


<150> 


PRIOR 


APPLICATION 


NUMBER: 


PCT/GBOO/00237 












17 


<151> 


PRIOR 


FILING DATE: 


2000-01-28 


















20 


<160> 


NUMBER OF 


SEQ 


ID NOS: 


16 




















22 


<170> 


SOFTWARE : 


Patentin Ver . 2 . 


1 


















24 


<210> 


SEQ ID NO 


: 1 


























25 


<211> 


LENGTH: 1491 


























26 


<212> 


TYPE: 


DNA 




























27 


<213> 


ORGANISM: 


Chlamydia pneumoniae 
















29 


<220> 


FEATURE : 




























30 


<221> 


NAME/KEY : 


CDS 


























31 


<222> 


LOCATION: 


(1) 


. (1491) 






















33 


<400> 


SEQUENCE : 


1 


























34 


gat 


aca 


aac 


atg 


tct 


att 


tea 


tct 


tct 


tea 


gga 


ect 


gac 


aat 


caa 


aaa 


48 


35 


Asp 


Thr 


Asn 


Met 


Ser 


He 


Ser 


Ser 


Ser 


Ser 


Gly 


Pro 


Asp 


Asn 


Gin 


Lys 




36 


1 










5 










10 










15 






38 


aat 


ate 


atg 


tct 


caa 


gtt 


ctg 


aca 


teg 


aca 


ece 


cag 




gtg 


eee 


caa 


96 


39 


Asn 


He 


Met 


Ser 


Gin 


Val 


Leu 


Thr 


Ser 


Thr 


Pro 


Gin 


Gly 


Val 


Pro 


Gin 




40 










20 










25 










30 








42 


caa 


gat 


aag 


ctg 


tct 


ggc 


aac 


gaa 


aeg 


aag 


caa 


ata 


cag 


caa 


aca 


egt 


144 


43 


Gin 


Asp 


Lys 


Leu 


Ser 


Gly 


Asn 


Glu 


Thr 


Lys 


Gin 


He 


Gin 


Gin 


Thr 


Arg 




44 








35 










40 










45 










46 


cag 


ggt 


aaa 


aac 


act 


gag 


atg 


gaa 


age 


gat 


gee 


act 


att 


get 


ggt 


get 


192 


47 


Gin 


Gly 


Lys 


Asn 


Thr 


Glu 


Met 


Glu 


Ser 


Asp 


Ala 


Thr 


He 


Ala 


Gly 


Ala 




48 




50 










55 










60 












50 


tct 


gga 


aaa 


gac 


aaa 


act 


tec 


teg 


act 


aca 


aaa 


aca 


gaa 


aca 


get 


cea 


240 


51 


Ser 


Gly 


Lys 


Asp 


Lys 


Thr 


Ser 


Ser 


Thr 


Thr 


Lys 


Thr 


Glu 


Thr 


Ala 


Pro 




52 


65 












70 










75 










80 




54 


caa 


cag 


gga 


gtt 


get 


get 


ggg 


aaa 


gaa 


tec 


tea 


gaa 


agt 


caa 


aag 


gca 


288 


55 


Gin 


Gin 


Gly 


Val 


Ala 


Ala 


Gly 


Lys 


Glu 


Ser 


Ser 


Glu 


Ser 


Gin 


Lys 


Ala 




56 












85 










90 










95 






58 


ggt 


get 


gat 


act 


gga 


gta 


tea 


gga 


geg 


get 


get 


act 


aca 


gca 


tea 


aat 


336 


59 


Gly 


Ala 


Asp 


Thr 


Gly 


val 


Ser 


Gly 


Ala 


Ala 


Ala 


Thr 


Thr 


Ala 


Ser 


Asn 




60 










100 










105 










110 








62 


act 


gca 


aca 


aaa 


att 


get 


atg 


cag 


acc 


tet 


att 


gaa 


gag 


geg 


age 


aaa 


384 


63 


Thr 


Ala 


Thr 


Lys 


He 


Ala 


Met 


Gin 


Thr 


Ser 


He 


Glu 


Glu 


Ala 


Ser 


Lys 




64 








115 










120 










125 










66 


agt 


atg 


gag 


tct 


acc 


tta 


gag 


tea 


ctt 


caa 


age 


etc 


agt 


gee 


geg 


caa 


432 


67 


Ser 


Met 


Glu 


Ser 


Thr 


Leu 


Glu 


Ser 


Leu 


Gin 


Ser 


Leu 


Ser 


Ala 


Ala 


Gin 




68 




130 










135 










140 
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70 atg 


aaa 


gaa 


gte 


gaa 


Qccr 
y *^y 


gtt 


gtt 


att 


act 


gcc 


etc 


tea 


aaa 

3 J 3 


aaa 


aat 


480 


71 Met 


Lys 


Glu 


Val 


Glu 


Ala 


Val 


Val 


Val 


Ala 


Ala 


Leu 


Ser 


Gly 


Lys 


Ser 




72 145 










150 










155 










160 




74 teg 


y y u 


tec 


gca 


aaa 


tta 
u i-y 


gaa 


aca 


cct 


aaa 

y «y 


etc 


GCC 


aag 


cce 


aaa 

3 3 3 


ata 


528 


75 Ser 


Glv 


Ser 


Ala 


Lys 


Leu 


Glu 


Thr 


Pro 


Glu 


Leu 


Pro 


Lvs 


Pro 


Gly 


Val 




76 








165 










170 










175 






7 ft a na 




aga 




era cr 
y c*y 


att 


ate 


gaa 


ate 


aaa 

y y a. 


etc 


aca 
y ^y 


ctt 


get 


aaa 


gca 


576 


79 Thr 


Pro 


Arcr 


Ser 


Glu 


Val 


He 


Glu 


He 


Gly 


Leu 


Ala 


Leu 


Ala 


Lvs 


Ala 




flO 






180 










185 










190 








O ^ Cl I. L. 


na a 




tta 

^ uy 


y y « 


gaa 


gcc 


aca 


aaa 


tct 


gcc 


tta 


tct 


aac 


tat 


gca 


624 


83 lie 


Gin 


Thr 


Leu 


Glv 


Glu 


Ala 


Thr 


Lys 


Ser 


Ala 


Leu 


Ser 


Asn 


Tvr 

A. J A. 


Ala 




O *t 




J. 7 J 










200 










205 












aca 


eaa 


gca 


eaa 


gca 


gac 


eaa 


aca 


aat 


aaa 


eta 


aat 
yy ^ 


eta 


gaa 


aaa 

u.u.y 


672 


87 Ser 


Thr 


Gin 


Ala 


Gin 


Ala 


Asp 


Gin 


Thr 


Asn 


Lvs 


Leu 


Gly 


Leu 


Glu 


Lvs 






210 










215 










220 












9 0 cad 


CfPCT 

y ^y 


ata 


aaa 


ate 


gat 


aaa 


gaa 


cga 


gaa 


aaa 

y 


tac 


caa 


aaa 


ata 


aaa 


720 


91 Gin 


Ala 


lie 


Lys 


He 


Asp 


Lys 


Glu 


Ara 
fix y 


Glu 


Glu 


Tvr 


Gin 


Glu 


Met 


Lvs 




92 225 










230 










235 










240 






y 


gaa 


eag 


aag 


tct 


aaa 


gat 


etc 


gaa 


aaa 

y y a. 


aca 


ata 

a. uy 


gat 


act 


ate 


768 


95 Ala 


Ala 


Glu 


Gin 


Lys 


Ser 


Lys 


Asp 


Leu 


Glu 


Glv 


Thr 


Met 


Asp 


Thr 


Val 












245 










250 










255 










y »-y 


atg 


ate 


apa 
y 


att 


tct 


gtt 


gcc 


att 


aca 


att 


att 


tct 


att 


816 


9 9 Asn 


Thr 


Val 


Met 


lie 


Ala 


Val 


Ser 


Val 


Ala 


He 


Thr 


Val 


He 


Ser 


He 




1 nn 

J. V/ u 






260 

^ u u 










265 










270 








1 09 CT-l-1- 

A.\J £i y L. L. 


y u 


y ^ L> 


att 


ttt 


aca 


tgc 


aaa 
y y « 


get 


aaa 

y y a 


etc 


get 


aaa 

y y a. 


etc 


get 


aca 
y ^y 


864 


103 Val 


Ala 


Ala 


He 


Phe 


Thr 


Cys 


Glv 

vjx_y 


Ala 


Glv 


Leu 


Ala 


Glv 


Leu 


Ala 


Ala 




J. U *x 




275 










280 










285 










X u u ^ ^ d 


fipi" 

y 


act" 
y ^ ^ 


gta 


y y L. 


gca 


CTPa 
y ^-y 


gca 


act 


aaa 

y y a 


aat 

y y 


gca 


gca 


aaa 

y y a. 


get 


act 
y ^ *- 


912 


107 Gly 


Ala 


Ala 


Val 


Glv 


Ala 


Ala 


Ala 


Ala 


Glv 


Glv 


Ala 


Ala 


Glv 


Ala 


Ala 




108 

-L U O 


290 
^ J \j 










295 










300 












1 1 n rrnn 
X J. u y ^^^^ 


y oci 




a pcf 
a v^y 


gta 


gca 


aca 


caa 


att 


aca 


att 

y L. 1- 


caa 


get 


att 


ate 


caa 


960 


111 Ala 


Ala 


Thr 


Thr 


Val 


Ala 


Thr 


Gin 


He 


Thr 


Val 


Gin 


Ala 


Val 


Val 


Gin 














310 










315 










320 




1 1 A ana 
J. X *x y y 


y uy 


aaa 


eaa 


y L. 


gtt 


ate 


aca 


act 


atn 


aga 


caa 


aca 

y ^y 


ate 


ace 


aca 
y ^y 


1008 


115 Ala 


Val 


Lys 


Gin 


Ala 


Val 


He 


Thr 


Ala 


Val 


Arci 


Gin 


Ala 


He 


Thr 


Ala 




116 

J- A, \J 








325 










330 










335 






118 get 


ata 


aaa 


y ^y 


get 


gtc 


aaa 


tct 


aaa 
y y " 


ata 


aaa 


gca 


ttt 


ate 


aaa 


act 


1056 


119 Ala 


lie 


Lvs 


Ala 


Ala 


Val 


Lys 


Ser 


Gly 


He 


Lys 


Ala 


Phe 


He 


Lys 


Thr 




120 






340 










345 










350 








122 tta 


gtc 


aaa 


gcg 


att 


gcc 


aaa 


gcc 


att 


tct 


aaa 


gga 


ate 


tct 


aag 


gtt 


1104 


123 Leu 


Val 


Lys 


Ala 


He 


Ala 


Lys 


Ala 


He 


Ser 


Lys 


Gly 


He 


Ser 


Lys 


Val 




124 




355 










360 










365 










126 ttc 


get 


aag 


gga 


act 


eaa 


atg 


att 


gcg 


aag 


aac 


ttc 


cce 


aag 


etc 


teg 


1152 


127 Phe 


Ala 


Lys 


Gly 


Thr 


Gin 


Met 


He 


Ala 


Lys 


Asn 


Phe 


Pro 


Lys 


Leu 


Ser 




128 


370 










375 










380 












130 aaa 


gtc 


ate 


teg 


tct 


ctt 


ace 


agt 


aaa 


tgg 


gtc 


acg 


gtt 


ggg 


gtt 


ggg 


1200 


131 Lys 


Val 


He 


Ser 


Ser 


Leu 


Thr 


Ser 


Lys 


Trp 


val 


Thr 


Val 


Gly 


Val 


Gly 




132 385 










390 










395 










400 




134 gtt 


gta 


gtt 


gcg 


gcg 


cct 


get 


etc 


ggt 


aaa 


ggg 


att 


atg 


caa 


atg 


eag 


1248 
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135 


Val 


Val 


Val 


Ala 


Ala 


Pro 


Ala 


Leu 


Glv 

\j J. jr 


Lys 


Gly 


He 


Met 


Gin 


Met 


Gin 




136 
^ •J \j 










405 










410 










415 






J. ^ o 






era CT 


atg 


caa 


caa 


aac 


y 


get 


eaa 


ttt 


cag 


aaa 


gaa 


gtc 


y 


1296 


139 


Leu 


Ser 


Glu 


Met 


Gin 


Gin 


Asn 


V3l 


Ala 


Gin 


Phe 


Gin 


Lys 


Glu 


Val 


Gly 




J. ** u 








420 










425 










430 








1 A 0 
±4 Z 


3.3.3. 


ctg 


cag 


get 


gcg 


y ^ L. 


y u. L. 


CL uy 


CL L. L. 




3 +" rr 
ci i.y 






eaa 


ttt 


uy y 


1344 


143 


Lys 


Leu 


Gin 


Ala 


Ala 


Ala 


Asp 


Met 


He 


Ser 


Met 


Phe 


Thr 


Gin 


Phe 


Trp 




144 






435 










440 










445 










146 


caa 


cag 


gca 


agt 


aaa 


att 


gcc 


tea 


aaa 


caa 


aca 


ggc 


gag 


tet 


33t 


gaa 


1392 


147 


Gin 


Gin 


Ala 


Ser 


Lys 


He 


Ala 


Ser 


Lys 


Gin 


Thr 


Gly 


Glu 


Ser 


Asn 


Glu 




148 




450 










455 










460 












150 


atg 


act 


caa 


aaa 


get 


ace 


aag 


etg 


ggc 


get 


ca3 


3tC 


ett 


aaa 


gcg 


tat 


1440 


151 


Met 


Thr 


Gin 


Lys 


Ala 


Thr 


Lys 


Leu 


Gly 


Ala 


Gin 


He 


Leu 


Lys 


Al3 


Tyr 




152 


465 










470 










475 










480 




154 


gcc 


gca 


ate 


age 


gga 


gcc 


ate 


get 


ggc 


gca 


C3t 


aaa 


ace 


aat 


33t 


ttt 


1488 


155 


Ala 


Ala 


He 


Ser 


Gly 


Ala 


He 


Ala 


Gly 


Ala 


His 


Lys 


Thr 


Asn 


Asn 


Phe 




156 










485 










490 










495 







158 taa 1491 

162 <210> SEQ ID NO: 2 

163 <211> LENGTH: 496 

164 <212> TYPE: PRT 

165 <213> ORGANISM: Chlamydia pneumoniae 
167 <400> SEQUENCE: 2 



168 


Asp 


Thr 


Asn 


Met 


Ser 


He 


Ser 


Ser 


Ser 


Ser 


Gly 


Pro 


Asp 


Asn 


Gin 


Lys 


169 


1 








5 










10 










15 




171 


Asn 


He 


Met 


Ser 


Gin 


Val 


Leu 


Thr 


Ser 


Thr 


Pro 


Gin 


Gly 


Val 


Pro 


Gin 


172 








20 










25 










30 






174 


Gin 


Asp 


Lys 


Leu 


Ser 


Gly Asn 


Glu 


Thr 


Lys 


Gin 


He 


Gin 


Gin 


Thr 


Arg 


175 






35 










40 










45 








177 


Gin 


Gly 


Lys 


Asn 


Thr 


Glu 


Met 


Glu 


Ser 


Asp 


Ala 


Thr 


He 


Ala 


Gly 


Ala 


178 




50 










55 










60 










180 


Ser 


Gly 


Lys 


Asp 


Lys 


Thr 


Ser 


Ser 


Thr 


Thr 


Lys 


Thr 


Glu 


Thr 


Ala 


Pro 


181 


65 










70 










75 










80 


183 


Gin 


Gin 


Gly 


Val 


Ala 


Ala 


Gly 


Lys 


Glu 


Ser 


Ser 


Glu 


Ser 


Gin 


Lys 


Ala 


184 










85 










90 










95 




186 


Gly 


Ala 


Asp 


Thr 


Gly 


Val 


Ser 


Gly 


Ala 


Ala 


Ala 


Thr 


Thr 


Ala 


Ser 


Asn 


187 








100 










105 










110 






189 


Thr 


Ala 


Thr 


Lys 


He 


Ala 


Met 


Gin 


Thr 


Ser 


He 


Glu 


Glu 


Ala 


Ser 


Lys 


190 






115 










120 










125 








192 


Ser 


Met 


Glu 


Ser 


Thr 


Leu 


Glu 


Ser 


Leu 


Gin 


Ser 


Leu 


Ser 


Ala 


Ala 


Gin 


193 




130 










135 










140 










195 


Met 


Lys 


Glu 


val 


Glu 


Ala 


Val 


Val 


Val 


Ala 


Ala 


Leu 


Ser 


Gly 


Lys 


Ser 


196 


145 










150 










155 










160 


198 


Ser 


Gly 


Ser 


Ala 


Lys 


Leu 


Glu 


Thr 


Pro 


Glu 


Leu 


Pro 


Lys 


Pro 


Gly 


Val 


199 










165 










170 










175 




201 


Thr 


Pro 


Arg 


Ser 


Glu 


Val 


He 


Glu 


He 


Gly 


Leu 


Ala 


Leu 


Ala 


Lys 


Ala 


202 








180 










185 










190 






204 


He 


Gin 


Thr 


Leu 


Gly 


Glu 


Al3 


Thr 


Lys 


Ser 


Ala 


Leu 


Ser 


Asn 


Tyr 


Ala 



205 195 200 205 
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Ser 


Thr 


Gin 


Ala 


Gin 


Ala 


Asp 


Gin 


Thr 


Asn 


Lys 


Leu 


Glv 


Leu 


Glu 


Lys 


^ L/ O 




210 










215 










220 










<G X V 


Gin 


Ala 


He 


Lys 


He 


Asp 


Lys 


Glu 


Arcf 


Glu 


Glu 


Tvr 
J. J. 


Gin 


Glu 


Met 


Lys 


911 

Ju A. ±. 


225 










230 










235 










240 


91 
^ X o 


Ala 


Ala 


ox u 


Gin 


Lys 


Ser 


Lys 


Asp 


Leu 


Glu 


Glv 


Thr 


Met 


Asp 


Thr 


Val 


914 










245 










250 










255 




91 fi 

^ X U 


Asn 


Thr 


Val 


Met 


He 


Ala 


Val 


Ser 


Val 


Ala 


He 


Thr 


Val 


He 


Ser 


He 


217 








260 










265 










270 






91 Q 

^ X -7 


Val 


Ala 


Ala 

rVXCL 


He 


Phe 


Thr 


Cys 


Gly 


Ala 


Glv 


Leu 


Ala 


Glv 


Leu 


Ala 


Ala 


220 






275 










280 










285 








99 9 


Gly Ala 


Ala 


Val 


Gly 


Ala 


Ala 


Ala 


Ala 


Glv 


Glv 


Ala 


Ala 


Glv 


Ala 


Ala 


223 




9Q0 










295 










300 










99 S 
^ ^ ^ 


ri J- a. 


a 1 a 

nXa 


Thr 


Thr 


Val 


Ala 


Thr 


Gin 


He 


Thr 


Val 


Gin 


Ala 


Val 


Val 


Gin 


99 fi 


0 S 










310 










315 










320 


99 ft 


Ala 


Val 


T.VQ 
Xljf o 


Gin 


Ala 


Val 


He 


Thr 


Ala 


Val 


Arg 


Gin 


Ala 


He 


Thr 


Ala 


99 Q 










325 










330 










335 




9 1 

^ O X 


Ala 


He 




Ala 


Ala 


Val 


Lys 


Ser 


Glv 


He 


Lys 


Ala 


Phe 


He 


Lys 


Thr 


232 








340 










345 










350 








Leu 


val 


TiVQ 


Ala 


He 


Ala 


Lys 


Ala 


He 


Ser 


Lys 


Glv 


He 


Ser 


Lys 


Val 


91^ 
^ J J 






355 
^ J J 










360 










365 








9"^ 7 


Phe 


Ala 




Gly Thr 


Gin 


Met 


He 


Ala 


Lys 


Asn 


Phe 


Pro 


Lys 


Leu 


Ser 


9*^ ft 




370 










375 










380 










940 


Lys 


Val 


Tl A 
X xc; 


Ser 


Ser 


XlCU. 


Thr 


OCX 


Lys 


xxp 


Val 


Thr 


Val 


Glv 

oxy 


Val 


Glv 


941 

Z ft X 


385 










3Q0 










395 










400 


94 


Val 


Val 


Va 1 

V Cl X 


Ala 


Ala 


Pro 


Ala 


Leu 


Glv 


Lys 


Glv 

oxy 


He 


Met 


Gin 


Met 


Gin 


944 

^ *x *x 










405 










410 










415 




94fi 


Leu 


Ser 


Glu 


Met 


Gin 


Gin 


Asn 


Val 


Ala 


Gin 


Phe 


Gin 


Lys 


Glu 


Val 


Glv 


947 








420 










425 










430 






249 

^ J7 


Lys 


Leu 


Gin 


Ala 


Ala 


Ala 


Asp 


Met 


He 


Ser 


Met 


Phe 


Thr 


Gin 


Phe 


Trp 


9 ^0 






435 










440 










445 








252 


Gin 


Gin 


Ala 


Ser 


Lys 


He 


Ala 


Ser 


Lys 


Gin 


Thr 


Gly 


Glu 


Ser 


Asn 


Glu 


253 




450 










455 










460 










255 


Met 


Thr 


Gin 


Lys 


Ala 


Thr 


Lys 


Leu 


Gly 


Ala 


Gin 


He 


Leu 


Lys 


Ala 


Xyr 


256 


465 










470 










475 










480 


258 


Ala 


Ala 


He 


Ser Gly 


Ala 


He 


Ala 


Gly 


Ala 


His 


Lys 


Thr 


Asn 


Asn 


Phe 


259 










485 










490 










495 




262 


<210> SEQ ID NO; 


: 3 
























9fi 

Z D J 


<211> LENGTH: 302 
























264 


<212> TYPE: 


PRT 


























265 


<213> ORGANISM: 


Artificial I 


Sequence 
















267 


<220> FEATURE: 


























268 


<223> OTHER 


INFORMATION; 


; Description of 


Artificial Sequence; 


: Coi 


269 




optimised N-terminal : 


section of Chlamydia 










270 




pneumoniae protein 




















272 


<220> FEATURE: 


























273 


<221> NAME/KEY: 


UNSURE 






















274 


<222> LOCATION: 


(1) 


..(30) 




















275 


<223> OTHER 


INFORMATION: 


; S-- 


tag and thrombin 


cleavage site 




277 


<220> FEATURE: 
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<223> OTHER 


INFORMATION: 


: Positions 


(297) 


. . (302) 


comprise Histidine 


^ O U 


<400> SEQUENCE: 


-a 
























Z O J. 




T \TC 

Xiy o 


m n 


T Vi T* 
1 IIX 


Ala 


Ala 


Ala 


XI _y o 


Phe 


Glu 


Arg 


Gin 


His 


Met 


Asp 


Ser 




1 
X 








c; 










10 










15 

X •J 




Z O *f 


Pro 


Asp 


Leu 


oxy 


X ilX 


Leu 


Val 




A TCI 

Axy 


Gly 


Ser 


Al a 


He 


Ser 


Asp 


Pro 


z o «^ 








90 










9R 










30 






z o / 


Asp 


Tnr 


Asn 




OCX 


He 


Ser 


Got* 

OCX 


OCX 


Ser Gly 


Pro 


Asp 


Asn 


Gin 


Lys 


288 

^ u o 
















AO 










45 








Z 7 u 


Asn 


T 1 O 
X Xc 




OCX 


m n 


val 


Leu 


1 liX 


OCX 


X IIX 


It X W 


fil n 


Gly Val 


It X W 


fil n 

V3 Xll 


9Q1 
z ^ J. 














55 










60 










2Q'^ 
^ 7 J 


n n 


Asp 


Lys 


XicU. 


Ser 


Gly Asn 


r;i n 


X ilX 


Lys 


Gin 


Tl *a 
X xc 


Gin 


Gin 


X liX 


A TCf 




D D 










7 n 










75 










80 


^ 7 vl 


UXil 


\J X jf 




noli 


± llX 


fii 11 

\3 J. U. 


Met 


m n 

\JX Li 


OCX 


Asp 


Ala 


Thr 


He 


Ala 


Gly 


Ala 












RS 










90 










95 




299 


Ser 


P 1 

vjxy 


Lys 


Asp 


uy o 


T" Vl T* 


OCX 


OCX 


Thr 


Thr 


Lys 


Thr 


Glu 


Thr 


Ala 


Pro 


300 








inn 

X U 










ins 










110 






j\j ^ 


Pin 


m n 

V7XI1 


\jxy 


V CLX 


Ala 
nXCL 


A 1 r» 
A,Xa 


P 1 

vjxy 


XJjr O 


ni 11 

O J- IX 


Ser 


Ser 


Glu 


Ser 


Gin 


Lys 


Ala 


303 






IIS 

X X J 










1 90 

X lb \J 










125 








J \j ^ 


P 1 T7 

vjxy 


riXa 


Asp 


Vl 

X ilX 


nl V 

Vjxy 


Va 1 

V CL±. 


OCX 


fil V 


Ala 


Ala 


Ala 


X ilX 


Thr 


Ala 


Ser 


Asn 


o u u 




X J U 










^ J ■J 










1 4n 










o u o 


TilX' 


Ala 

AXa 


Tnr 


Lys 


T 1 o 

X xe 


Ala 


i\LC L- 


Pin 


Vl 

X ilX 


Ser 


He 


VjX u. 


Glu 


Ala 


Ser 


xjy o 


J U J 


Xfl J 










150 










155 










1 fin 

X U v 


"^1 1 


Ser 


Mei. 


(jXU 


Ser 




Leu 


Glu 


OCX 


Leu 


Gin 


Ser 


Leu 


Ser 


Ala 


Ala 


Gin 


312 










XD D 










170 










175 








Lys 


Pill 
LiXU 


VaX 


Pin 


Ala 


Val 


Va 1 
V CIX 


1 

V Ct X 


Ala 


Ala 




Ser Gly Lys 


Ser 


^ X ^ 








xoU 










X o ^ 










190 






J X / 


Ser 


Vjxy 


Ser 


Ala 
nXd 


Lys 


Leu 


Glu 


Thr 


Pro 


Glu 


Leu 


Pro 


Lys 


Pro Gly 


1 

V dx 


.3 X o 






195 










9nn 

z u u 










205 








^ Z V7 


Thr 


Pro 


Arg 


Ser 


ni n 


Val 


lie 


Glu 


lie 


Gly Leu 


Ala 


Leu 


Ala 


Lys 


Ala 


321 




210 










215 










220 










323 


He 


Gin 


Thr 


Leu 


vjxy 


Glu 


Ala 


Thr* 

X iiX 




Ser 


Ala 


Leu 


Ser 


Asn 


Tyr 


Ala 


324 


225 










230 










235 










240 


326 


Ser 


Thr 


Gin 


Ala 


Gin 


Ala 


Asp 


Gin 


Thr 


Asn 


Lys 


Leu 


Gly 


Leu 


Glu 


Lys 


327 










245 










250 










255 




329 


Gin 


Ala 


He 


Lys 


He 


Asp 


Lys 


Glu 


Arg 


Glu 


Glu 


T VT 

xy X 


Gin 


Glu 


Met 


Lys 


330 








260 










265 










270 






332 


Ala 


Ala 


Glu 


Gin 


Lys 


Ser 


Lys 


Asp 


Leu 


Glu 


Gly 


T Vl 
X ilX 


Met 


Asp 


Thr 


Va 1 

V CL X 


J O J 






275 










280 










285 








335 


Asn 


Thr 


Val 


Ala 


Ala 


Ala 


Leu 


Glu 


His 


His 


His 


His 


His 


His 






336 




290 










295 










300 










339 


<210> SEQ ID NO; 


: 4 
























340 


<211> LENGTH: 9 


























341 


<212> TYPE: 


PRT 


























342 


<213> ORGANISM: 


Chlamydia pneumoniae 














344 


<400> SEQUENCE: 


4 
























345 


Ser 


Ala 


Lys 


Leu 


Glu 


Thr 


Pro 


Glu 


Leu 
















346 


1 








5 
























349 


<210> SEQ ID NO; 


: 5 
























350 


<211> LENGTH: 7 
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